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THE EXPRESSION OF mRNA AND PROTEIN OF
nm23-H1 GENE IN NASOPHARYNGEAL CARCINOMAS

Zeng Musheng Guo Xiang Wang Huimin Li Manzhi Song Libing Yun Jingping Guo Huiyu

(1 Cancer Institutes, 2 Tumor Hospital 3 Department of Micwbiology,
Sun Yat-sen University of Medical Sciences Guangzhou 510060)

Abstract Objective: Investigate the expression and clinic significance of nm23-H 1 in nasopharyngeal carci-
nomas (NPC).Methods: The expression of nm23-H1 mRNA and its protein were detected in 78 NPC biopsies
by means of in situ hybridization and immunohistochemistry. Results: 53 cases with metastases to lymph nodes of
the 78 NPC biopsies showed only 40% positive ratio of nm23-H 1 gene expression at the level of mRNA and
36% forits protein. However, 96% of the other 25 cases without clinic lymph nodes metastases showed positive
of nm23-H1 gene expression by both of the detecting methods. By statistical analysis, nm23-H1 negative ex-
pression group showed higher incidence of lymph nodes metastases than nm23-H1 positive expression group (P
<Z0. 001 ). Conclusions: O Expression of nm23-H1 gene was negatively related with metastatic potential of
NPC. @The expression of nm23-H1 gene was parallel in the level of mRNA and protein. It was suggested that
expression of nm23-H1 gene may play a role in inhibiting metastasis of NPC.

Subject headings Nasopharyngeal neoplasms; genes, suppresor, tumor; gene expression regulation, neo-
plastic; nm23-H1
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2 Southern Blotting nm23-Hl cDNA
Fig. 2 Detecting the specifictity of nm23-Hl ¢cDNA probe by
Southern Blotting hybridization
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Fig. 3 nm23-Hl mRNA positive expression in nasopharyn
geal carcinoma (ISHX 200)
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Fig. 4 nm23-HI protein positive staining in nascopharyngeal
carcinoma (LSABX 200)
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Table 1 The expression and clinic significance of nm23-

H1 in nasopharyngeal carcinoma
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characteristic ——— P ——————— P
age(yr) >0.05 >0.05
<50 23 29 26 26
=50 10 16 9 17
sex =>0.05 =>0.05
male 24 33 26 31
female 9 12 9 12
primary ~ 0.05 ~ 0,05
tumor size(T)
Ty Ty 10 14 12 12
Ty Ty 23 31 23 31
metastases
to lymph node <0.001 <£0.001
negative 1 24 1 24
positive 32 21 34 19
clinic stage > 0.05 >~ 0.05
I ~1I 10 21 12 19
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